. Experimental setup of the GrassMan experimental field. For further information on the Sample ID see Table S1 in the supplemental material. Table S3 . Richness and diversity of the bacterial community calculated with the same surveying effort (n = 125). Richness is expressed as the number of OTUs. For further information on the Sample ID see Table S1 in the supplemental material. Table S4 . Indicator species analysis for the three grass species. Stat = association value. Table S5 . Indicator species analysis for the three grass species with respect to fertilization. Stat = association value. Table S6 . Functional profiles calculated for the bacterial endophyte communities. For further information on the Sample ID see Table S1 in the Supplemental Material. For further information on the Sample ID see Table S1 in the supplemental material. Table S8 . Impact of grass species and management regimes on structure of bacterial endophyte communities. Distances were calculated based on proportional data. Significant (P ≤ 0.05) and marginally significant (P ≤ 0.10) parameters are underlined and written in italics, respectively.
